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Human ESRRG qPCR Primer Pair
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QHO02669S Human ESRRG gPCR Primer Pair 200X
FEamiE T
» Human ESRRG qPCR Primer Pair, RIAESRRG qPCR5I#%, TZHTHTSYBR GreenffJqPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5¥afskiit. £idqPCRIIE. FRAIS YWY,
gPCR (Quantitative PCR)BIE&PCR, WHRELH % E BPCRE LM & & PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—M{EDNAY R MIIFEF, PATOLEBNEF DI RATE RN (PCRERE=YEREN L, qPCRE
PRI 5 2SYBR GreenF i EHRHAMIIREHE, SYBR Greenué ekl B M AW A UL, JER R IVDNALE & 4kl
SYBR Greens AU PCRISFEHFIEIPCRY /= ; MitRETi%(Probe method), WA #F A TagManiRErE, MERADE LS
B, TR A IR EE AR K E A (Quencher) ARIC I DNATREHE M RUE IS PCRAGIIY B AR 741 (1,2]0

X TSYBR Green¥GuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHELE, e TRIFEERE, R4
B, VSRS, 5IM_RERERAERK, qPCREGETISE; ARFRF5 1PN —RATESSMNE T (Span exon junctions), MG T X
HRNHADNA (gDNA)Y#[3,4]; RRZFINEIWF=RAEFEER, JLPFEE THAEARVNENER; 31N TmHELI60°C, K245
=) (Amplicon) UK EZ190-160bp, R = KIETRALE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP ATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519) & A51% (Reverse primer, FR NilF5(49)%
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEIMA400pBAKIAMRK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EE R DA T200/RgPCRE S,
Gene Information

Gene Name estrogen related receptor gamma
Gene Symbol ESRRG
Synonyms ERR3; ERRg; NR3B3; ERRgamma; ERR-gamma
Organism Human
Gene ID 2104
UniProt ID P62508
Main Accession No. NM_001438

Other Accession No.

NM_001134285, NM_001243505, NM_001243506, NM_001243507, NM_001243509,
NM_001243510, NM_001243511, NM_001243512, NM_001243513, NM_001243514,
NM_001243515, NM_001243518, NM_001243519, NM_001438, NM_206594, NM_206595,
NR_024099, NM_001350122, NM_001350123, NM_001350124, NM_001350125,
NM_206594.2, NM_206595.1, NM_206595.2, NM_001438.1, NM_001438.2, NM_001438.3,
NM_001134285.1, NM_001134285.2, NM_001243505.1, NM_001243506.1,
NM_001243507.1, NM_001243509.1, NM_001243510.1, NM_001243510.2,
NM_001243511.1, NM_001243511.2, NM_001243512.1, NM_001243513.1,
NM_001243514.1, NM_001243515.1, NM_001243519.1, NM_001243518.1, BC008218,
BC064700, BM723962, BP349857, BU752915, BX486063, BX647076, BX649009,
NM_001243510.3, NM_001243509.2, NM_001243514.2, NM_001134285.3,
NM_001243511.3, NM_001243505.2, NM_001243515.2, NM_001243506.2,
NM_001243518.2, NM_206595.3, NM_001243507.2, NM_001438.4

Map Location

141

Pathway

Nuclear Receptor Signaling

Gene Summary

This gene encodes a member of the estrogen receptor-related receptor (ESRR) family,
which belongs to the nuclear hormone receptor superfamily. All members of the ESRR
family share an almost identical DNA binding domain, which is composed of two C4-
type zinc finger motifs. The ESRR members are orphan nuclear receptors; they bind to
the estrogen response element and steroidogenic factor 1 response element, and
activate genes controlled by both response elements in the absence of any ligands. The




ESRR family is closely related to the estrogen receptor (ER) family. They share target
genes, co-regulators and promoters, and by targeting the same set of genes, the ESRRs
seem to interfere with the ER-mediated estrogen response in various ways. It has been
reported that the family member encoded by this gene functions as a transcriptional
activator of DNA cytosine-5-methyltransferases 1 (Dnmtl) expression by direct binding
to its response elements in the DNMT1 promoters, modulates cell proliferation and
estrogen signaling in breast cancer, and negatively regulates bone morphogenetic
protein 2-induced osteoblast differentiation and bone formation. Multiple alternatively
spliced transcript variants have been identified, which mainly differ at the 5 end and
some of which encode protein isoforms differing in the N-terminal region. [provided by
RefSeq, Aug 2011]

Amplicon Information

Amplicon Length (bp) | 101
NCBI mRNA ID NM_001438.4
NCBI Protein ID NP_001429.2

Ensembl Transcript ID | ENST00000408911.8

Ensembl Gene ID ENSG00000196482.18
Ensembl mRNA ID ESRRG-209
Pl
7 g S P AR (kS
QHO02669S Human ESRRG qPCR Primer Pair 1nmol each
— L ERE 163
REFFM:
-20°CHR17, BN EEEIMTIEY 2%, %R IRRL,
EREI
> PCRY W™ WIHY K AT RE S R R R L e A (R 2 Mg X A 2 o

>

BIRARYN 5= iR AR 4F, (BB BGHAT AR Z(Melt curve) 7347 DARREY 18 S M AR 51, AR IE — M@t
2R (Ot B IR IR R EEDNAF I TmfE), WA~ —r=8); RERhZ BN, Zlgsizigils, nJRe2s5Y)
CRASARR Y R, FAERKADNAG R, XA I R, BB E AN SE AR (No template control, NTC),
BIVE I A 2 B S BRASAR AS NI I 2 58, ARAERE AR FLRIE BRSO IR LI R h R 22 57, ATHIMTR 7 A2 5 [ —RIR S e
HUAERE PR I

> ERNAKRGEIEY B s T, M S Y qPCR Mix,

> APERAURT S RIORIER, AMERTIRRSWEaT, AT aRmRE 5, M assm,
> N TIEIRARIEEE, BTSRRI,

fERFE:

1. PCRIZMARILLHE :

a. FFEA 5T, 3000-8000 X g0 1438h, DABTFF &IN5 YR8k, BEMA400ul Ak, SEEiFETFEERSIER, R
JEEONPREEOLR, FAHEEEREREWITIRS, 154000l 2.5uM eachfyPrimer Mix, B4k # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. ARSI PCR N A& /A, SYBR Green qPCR Mixfh 2@l IR G B Tk L8k&EWN, HFFEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii544!) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji544%) (D7509).

c. SETREZRIIKA LILEPCRRMIKRR, PA96FLIRAIBeyoFast™ SYBR Green qPCR Mix (2X) M,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

H1: BESIWLIKRERN0.2-0.5uM eachi IS RIFIVRETIRCER, HARIBE N E0.1-1.0uM eachyEEIARES P&
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K,

2 JEHDNABARKIELIL-10ng cDNAKNZE &, RARPHIEN S HRRE RN, WHe%, sk
REhi F O AR A TR AR, DARE AR fEFH &, RT-PCRM S 3IHIcDNA BEIE/E BRI, Hm & RNEEd
PCR M EARIHI10%,

3 S6FUIRAIHER R BAR R A20u], AT DIMRFESEPRSEIG TR, 2 LB REibE/ NNV AR FR

4 BUOREAEARAI AP iR,

d. ARBRHRRRERITIRSSEM VortexiRS, ZMELOEFD, MRAHRTEIR, MM HBeyoFuge™Eml B LR B Ol
(FEHEX, 2500rpm) (E6758)HTHIEESLx
e. HIRBFMPCRRMNEHPCRRNRE FIEERPCRIN L, FIEEZPCRRM,
2. PCRIRMiFEF:

fEReal-time PCR M ATHHTHARMTIAN:, EHILENISC 25080, B2 EGCHEMRIE YIEK N FZE5-1008, AfEF2
ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH:

wgovw

f.

e

RARNE: 95°C 208,

AP 95°C 15%);

1B /HEM: 60°C 15-30%;

HEPEbNS Be, EIL40MEE,

KafRihZe AT (RT3E) . 95°C 158D, 60°C 158, 95°C 15%);

A POEE B PCRIR BEIIAR A T4 SR

DA BB HMQPCRINV RS, (UEBH, KRR MM EBNR, 5IYFNEAARRTSR, THRERR, 517, BRI

B R E B RN 5, HRE ELBICR SR/ N N R, EIR NN IEQPCR, WRRA = TRqPCR, HFEIR K/
JEi—72°C 30%, BEEEEDED, cMIMMATIX—LERILA0 MEFAETA],

SEXHR:
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000X
QH00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000/X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000X
QH00057 Human RPLPO qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000¢X
QHO00081 Human PPIH gqPCR Primer Pair 200/1000¢X
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QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢%

QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X

QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X
{E: A GAPDH, RPLPO, ACTB. TUBBFIB2MPENMNZ, (HUIFIX =F IR E S5 oK, o] DA% IA{E i HPRT15¢
RNA18S51EANS, NIKBIHERISEIRER, Ll Py 2 [5-6].

2. /NEAAZFIPIX
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QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck qPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QMO00038 Mouse Ldha gPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ HFEFEHGapdh, Rplp0. Actb, TubbfIB2mfEANZS, (HUNRIX =FHILEWHEREFRK, oL FEHAHprt1sRn18s
TERNS, IRFHERSERICR, RIRS a2 H[5-6],
3. E[KZDNA (gDNA)5 ¥4 (A T gDNATS Gekaiil) :

e RS R AR (23
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

{£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixZFEH :

7 S P AR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qP?j) Mix (2X, High ROX, Bji5 4 1/5/25ml

= =y
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (fii5 4%!) 100/500¥%
FASA011-1pc BeyoGold™:H R s il 1A%
FSF002 JOLE EPCRAERE(ABIF)4£) 207 /fudE
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FSF035-100pcs BeyoGold™ ¥t € & PCRAH E RIS (FEHUHY) 1005 /32

FSF039-20pcs BeyoGold™ 't B PCR AT HI AR I (B, i 11574%) 207 /0
FSF039-100pcs BeyoGold™ %)t B PCRAHIHR B (R B, i 1774%) 100 /02
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 125Hk/&, 108/46

FTUB333 WHEE FPCRAI6FLIR (ABIFEE) 207 /%
FTUB384 PO EPCRAI384FLHR (ABI432%) 207 /0%

FTUB335-1box BeyoGold™ %€ & PCRAI96fLAR
FTUB335-5bxs BeyoGold™# ¢ & & PCRA961LR
FTUB337-1box BeyoGold™# ¢ E & PCRHI96fLAR
FTUB337-5bxs BeyoGold™ ¢ E & PCRHI96FLAR

0.2ml, Fe##id, EH) 10N/&
0.2ml, FC#Rid, iEM) 101N/ &, S&/4
0.2ml, ¥+#8id, &) 101N/ &
0.2ml, #8124, iEM) 104N//&, S&E/H
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